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WEREN | HE Rl | B Sample 1 Sample 2 Sample 3 Hb1 | Hb2 | Hb3
g g Reagent
(S (A% R Code |(Web)| D% |zscore|SDI |(ght)| D% |zscore| SDI (W/ghb)| D% |zscore| SDI | (gdl) | (sdl) | (L)
RHO1 Egg; 4 3 |67 -5.6%) -0.8 -1.1/20.4/20.0% | 2.5 |12 3.7 | 0.0% 00 03| 20 | 25 @ 22
RHO02 RHO02 7 1 75 56% |08 (1.1/146/-14.1%|-1.8 |-1.0/ 3.7 | 0.0% | 0.0 |0.3| 1.9 25 2.3
RH04 RHO4 4 4 75(56% |08 [1.1[19.4[14.1%| 1.8 [09[38[27% |04 (07| 20 | 24 | 22
RHO06 RHO6 4 3 75(56% |08 [1.1]19.6[153%| 1.9 [09]4.1 [108% |15 [1.7| 20 | 26 | 24
RHO7 25%79 4 1 169 -2.8% -0.4 -0.6/15.1|-11.2%| 1.4 -0.8 3.4 -8.1% -1.1 07 2.0 | 24 | 2.3
RHO8 RHOS 4 3 73[2.8% |04 |06(19.3[135%| 1.7 [0.8/3.7]0.0% [ 0.0 (03| 20 | 25 | 23
RHO09 RHO09 3 1 6.7 [-5.6%|-0.8 |-1.113.7|-19.4%| -2.4 [-1.4| 3.3 |-10.8%|-1.5 -1.0] 20 | 26 | 23
RHI10 RHI10 7 1 8.0 [12.7%| 1.8 |2.6|17.3| 1.8% | 0.2 [0.0[4.0|81% [ 1.1 [1.3| 20 | 25 | 23
RHI2 RHI2 4 1 7.0 [-1.4%|-02 |-0.315.7|-7.6% |-1.0|-0.6/ 3.2 [-13.5%|-1.9 -1.3| 19 | 25 | 23
RHI3 RHI3 7 1 74(42%|06|09|16.0[-59% |-0.7]-05/3.8|27% |04 (07| 20 | 25 | 23
RH14 RH14 4 3 7.0 [-1.4%|-0.2 |-0.3[19.8[16.5%| 2.1 [1.0/3.7 [ 00% | 0.0 03| 22 | 25 | 24
RHI19 RHI19 4 1 6.4 [-9.9%-1.4 |-2.0/14.6|-14.1%| -1.8 |-1.0[ 3.0 |-18.9%|-2.6 |-2.0/ 21 | 25 | 23
A0203 E(l)ét)z 7 1 7.10.0% | 0.0 (0.0/16.5|-2.9% |-0.4 |-0.3| 3.7 | 0.0% | 0.0 |0.3| 2.0 25 2.3
G026 G026 4 1 7.0 |-1.4%|-0.2 |-0.3|14.9-12.4%|-1.5 |-0.9| 3.6 |-2.7% |-0.4 |0.0| 2.1 2.6 2.3
CLO001 RH16 1 4 6.9 |-2.8%|-0.4 |-0.6(17.5| 2.9% | 0.4 |0.1| 3.3 |-10.8%|-1.5 |-1.0| 2.1 2.4 2.3
RHO3
RHI1
RH17
CL002 G031 3 6 7.1/0.0% | 0.0 |0.0|18.1| 6.5% | 0.8 [0.3|3.9|54% (0.7 [1.0| 19 | 24 | 2.1
B00S
CLO16
A0511
CLO14 CLO14 7 3 7.1[0.0% |00 [0.0(21.3]253%| 32 [1.6[34 [-8.1% [-1.1]-07] 19 | 24 | 22
CLO15B | CLO15B 4 1 6.9 [-2.8%|-0.4 |-0.6/16.7|-1.8% [-0.2-0.2[ 3.6 [-2.7% [-0.4 [0.0| 20 | 25 | 23
Total participating laboratories = 18
(M ;"’i‘an) ; 4 ; 7.1 17.0 37 20 | 25 | 23
Uxa - - - 0.091 0.669 0.078 - - -
op - - - 0.497 - - - - -
op' - - - - 1.365 0.270 - - -
Range - 1-7 - 6.4-8.0 13.7-21.3 3.0-4.1 1.9-2.2[2.4-2.6[2.1-2.4
n - - - 18 18 18 18 | 18 | 18
Mean - - - 7.1 17.2 36 20 | 25 | 23
S.D. - - - 0.35 2.58 0.30 0.00 | 0.00 | 0.00
C.V. - - - 4.9% 15.0% 8.3% 0.0% | 0.0% | 0.0%
Note:
1. D% Fofalafd (X ) B e E (Xa ) 2 Z B EENLED A2 EFE R - D% =[ (X -Xa )/ Xa]x 100%
2. Uxa BEREMEMTENRIEERE - uxa=1.1xSD/n'2
3. EFERE#ER (0p ) Ky 7% x Xa » {235 Xa < 2.9 U/gHb B » H op = 0.2 U/gHb
4. SHESTERUER (0p) = (0p2 + uxa? )12 » % uxa 2 030, B oy AT -
5. z score RyluBR{E7ER (D = X — Xa ) BIFPEREAEE (0p ) ZELfE - (zscore =D /op ) »
6. SDI fotglis(E BT (ERY 22 IEBUERE 2= 7 LE{E - [ SDI=(X~Mean )/ SD ] - & SD {H /% 0 I » SDI R F&HH -
7. FEE (Assigned value; Xa ) Fyi it S et & R E TR & 45 R~ 1% (Median ) -
8. I{H (Mean ) BiffiAEzE (SD ) BRAITE(E ( Robust ) &5t 77 AT 5 (k4% 1SO 13528 551 » {1/ Algorithm A JEEE )
9. HF—{EfafEry G6PD ks {E 455 HEEH] © Acceptable : | z | < 2; Caution : 2 <| z | < 3; Unsatisfactory : | z| >3
10. A AeFFRZE (Maximum Allowable Deviation; MAD ) % 3 x (0p / Xa ) X 100% » & Uxa 2 0.3 op B » MAD % 3 x (0p'/ Xa ) x 100%
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Long Term Observation of Blood G6PD Quantitative Test EQA Survey Results

‘Survey No : RH2018-01 (in green .)‘
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* Mean and SD are calculated by Robust method according to ISO 13528 since 2014
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G6PD E BB E fRelETE
External Quality Assurance ( EQA ) Program for G6PD Quantitative Test

AEHR (RH2018-01  HRMEFHIEHE] - 20184202 F 26 H  eEEREIEHAR : 20184203 § 05 H

PEAFERIAR 53 BRI ZAERERK (n =6 ; Survey / Sample No. ) :
RH2013-05/S1 ; RH2015-07/S1 ; RH2016-07/S2 ; RH2016-10/S3 ; RH2017-01/S2 ; RH2018-01/S3

#Bfr 7 R GoPD EEREBTEEEERE

ks Survey : RH2018-01 / Sample 3 Period : 2013 ~ 2018
U/gHb SDI* Mean n SD CV
RHO1 37 0.0 3.7 6 0.45 12.2%
RHO2 37 -0.9 41 6 0.46 11.2%
RHO04 3.8 0.0 3.8 6 0.17 4.5%
RHO6 4.1 0.7 3.8 6 0.44 11.6%
RHO7 3.4 -1.1 3.8 6 0.38 10.0%
RHOS8 3.7 0.4 3.6 6 0.27 7.5%
RH09 3.3 -1.5 3.7 6 0.26 7.0%
RHI10 4.0 0.7 3.8 6 0.27 7.1%
RHI12 32 -0.4 3.4 6 0.48 14.1%
RHI13 3.8 -0.3 3.9 6 0.40 10.3%
RH14 3.7 0.0 37 6 0.49 13.2%
RHI19 3.0 -1.1 34 6 0.35 10.3%
A0203 3.7 0.2 3.6 6 0.46 12.8%
G026 3.6 -0.3 3.7 6 0.35 9.5%
CL001 33 -0.8 38 6 0.60 15.8%
CL002 39 0.4 3.8 6 0.28 7.4%
CLO14 3.4 -0.4 3:5 6 0.28 8.0%
CLO15B 3.6 0.3 3.5 6 0.40 11.4%
Total participating laboratories = 18
Median 3.7 -0.1 3.7 = 0.39 10.3%
Range 3.0~41 -1.5~0.7 3.4~41 —| 0.17~0.60 4.5% ~15.8

1). Standard Deviation Index (SDI) = (Individual Result - Individual Robust Mean) / Individual Robust SD

2). Survey / Sample No. : RH2013-05/81 ; RH2015-07/S1 ; RH2016-07/32 ; RH2016-10/83 ; RH2017-01/582 ;
RH2018-01/S3

* PSR Intermediate Measurement Precision ; SO 3534-2:2006, JCGM 200:2012 ( VIM, 3rd ed. ) 2.23

% Mean and SD are calculated by Robust method according to ISO 13528, Algorithm A.
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