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HEfIGOPD [ 1t 2% (Hb) & ARl fE m/E S ash R — %

Tﬁ%ﬁﬁm BB | [l Rigg;t Sample 1 Sample 2 Sample 3 Hb1 Hb2 |Hb3
5 a0 R Code |(Uighb)| D% |z score| SDI |(U/ghb)| D% |z score|SDI |(Uighb)| D% |z score| SDI | (g/dL) (gdl) | (gdL)
RHO1 Egg; 1 13.2|-4.3% | -0.6 |-0.7| 49 | 0.0% | 0.0 [0.0|12.4|-8.8%|-1.3 |-1.2| 2.4 | 23 24
RHO02 RHO02 1 4 15.6 [13.0% | 1.9 [1.5] 5.9 |204% | 2.7 [1.6|14.0(2.9% | 0.4 |0.3| 2.5 2.5 2.6
RHO04 RHO04 3 147 6.5% | 0.9 [0.7] 5.6 |143% | 1.9 [1.1|13.8|1.5% | 0.2 |0.1| 24 | 23 2.4
RHO06 RHO06 3 13.5|-2.2% | -0.3 |-0.5| 4.8 |-2.0% |-0.3 |-0.2|12.8 |-5.9%] -0.8 |-0.8| 2.3 2.3 2.3
RHO7 /li(l){l(?g 8 4 147 6.5% | 0.9 [0.7]| 4.8 |-2.0% |-0.3 |-0.2|14.7 |8.1% | 1.2 |0.9| 2.3 22 22
RHO8 RHO8 8 3 13.3-3.6% | -0.5 |-0.7| 4.9 | 0.0% | 0.0 [0.0|12.9 |-5.1%]| -0.7 |-0.7| 2.3 2.3 2.3
RH09 RH09 1 4 14.6 | 5.8% | 0.8 [0.6| 4.9 | 0.0% | 0.0 |0.0|15.6 [14.7%| 2.1 |1.8| 2.2 2.2 2.1
RH10 RH10 5 4 152(10.1%| 1.4 |1.1| 4.6 |-6.1% | -0.8 |-0.5/15.2|11.8%| 1.7 |1.4| 2.4 2.1 2.2
RHI12 RHI12 4 4 13.0 [-5.8% | -0.8 |-0.9] 3.6 |-26.5%| -3.5 |-2.1|13.5|-0.7%] -0.1 |-0.2| 2.5 24 | 23
RHI13 RHI13 2 4 14.6|58% | 0.8 [0.6] 5.1 |41% | 0.5 [03]15.3|12.5%)| 1.8 |1.5| 24 | 24 | 24
RH14 RH14 4 3 153/109%| 1.6 |1.2| 54 [10.2% | 1.3 |0.814.1|3.7% | 0.5 |0.4| 2.5 24 | 25
RH19 RH19 3 4 12.7|-8.0% | -1.1 |-1.2| 4.3 |-12.2%| -1.6 |-1.0|13.1 |-3.7%| -0.5 |-0.6| 2.5 2.4 2.4
A0203 E(I)—Izl()i 4 3 13.8]0.0% | 0.0 |-0.2| 4.8 |-2.0% |-0.3 |-0.2/14.0 |2.9% | 0.4 |0.3| 24 | 24 | 24
G026 G026 4 4 17.4126.1% | 3.7 |32 55 |122%| 1.6 [1.0|17.5|28.7%| 4.1 |3.5| 2.4 | 23 2.4
CLO001 CLO001 1 4 13.1|-5.1% | -0.7 |-0.8| 3.8 |-22.4%| -3.0 [-1.8/13.7|0.7% | 0.1 |0.0| 2.4 | 23 2.3

RHO3
RHI1
RH17
CL002 G031 1 1 122 -11.6%| -1.7 |-1.7| 3.8 |-22.4%| -3.0 |-1.8/ 12.5 |-8.1%| -1.2 |-1.1| 2.4 | 2.3 | 2.3
B005
CLO16
A0511

CL003 RH16 2 4 13.1|-5.1% | -0.7 |-0.8| 4.4 |-10.2%| -1.3 |-0.8|13.6 | 0.0% | 0.0 |-0.1| 2.5 24 | 23
CL004 CL004 7 3 142(29% | 04 [0.2]| 48 |-2.0% |-0.3 |-0.2|12.8 |-5.9%| -0.8 |-0.8| 2.4 | 2.3 2.5
CLO014 CLO014 7 3 142(29% | 04 |0.2| 54 |10.2% | 1.3 |0.8|13.4|-1.5%|-0.2 -0.3| 2.3 23 23
CLO15B | CLO15B 4 3 13.8]0.0% | 0.0 |-0.2| 53 | 8.2% | 1.1 [0.6|12.9 |-5.1%| -0.7 |-0.7| 2.3 22 2.3
CL017 CL017 8 4 13.7|-0.7% | -0.1 |-0.3| 4.9 | 0.0% | 0.0 (0.0 |13.1 |-3.7%]| -0.5 |-0.6| 2.3 22 2.1
CLO018 CLO018 4 3 13.5|-2.2% | -0.3 |-0.5| 5.8 |18.4% | 2.4 [1.5]13.0 |-4.4%| -0.6 |-0.6| 2.4 | 2.3 24
CLO019 CLO019 7 3 149 8.0% | 1.1 |0.8] 52 [6.1% | 0.8 |0.5/14.6|74% | 1.1 |0.8| 2.4 | 23 2.3
Total participating laboratories = 23

(Mzii?an) - 4 - 13.8 4.9 13.6 24 | 23 2.3
UXa - - - 0.245 0.142 0.248 - - -
Sp - - - 0.966 - 0.952 - - -
op' - - - - 0.371 - - - -
Range - 1-8 - 12.2-17.4 3.6-5.9 12.4-17.5 2.2-2.512.1-2.512.1-2.6

n - - - 23 23 23 23 23 23
Mean - - - 14.0 4.9 13.7 24 | 23 2.3
S.D. - - - 1.07 0.62 1.08 0.09 | 0.09 | 0.11
C.V. - - - 7.6% 12.7% 7.9% 3.8% | 3.9% | 4.8%

Note:

1. D% FstgBp{E (X) BLEEE (Xa ) Z7EMMEUEENILEME DR - D% =[(X-Xa)/Xa]x 100%

2. uxa By BRI HEE « uxa=1.1xSD/n!2

3. BEEREEERE (o) By 7% x Xa » {HE Xa<29U/gHb B > H: 6, =0.2 Ulghb

4. FIRERLERRAEIE (o) = (0p? +uxa® )2 & uxa > 030y, WHEF op' HURRPAEEE -

5. z score FyMERIEAERE (D =X — Xa ) BIEVEREAER (o)) ZEL{E  (zscore=D /o) ©

6. SDI Pyl (G B PHE Ay 2 PR EAE 22 > EL{E o [ SDI=( X —Mean)/SD] - & SD &% 0 B > SDI R F#HE -

7. BEME (Assigned value; Xa ) FyiZ fn/E i ia Y& Kb fn B sl A 45 2 1 #1 ( Median ) »

8. *PH{H (Mean ) EHEEAEE (SD ) £R TR (Robust ) HEETJ77AH R (18 1SO 13528 §55( > (£ Algorithm A JEEDE) -

9. F—{EREENY GOPD fbs{E 45 A EFEHI ¢ Acceptable : |z | = 2; Caution : 2 <|z | = 3; Unsatisfactory : |z |>3
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https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ParticipatingLab=1
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ParticipatingLab=1
https://g6pd.qap.tw/MIS/Diagram_CV_Summary.php?DiagramType=CV&FromBatchNo=RH2019-02&ToBatchNo=RH2022-01&ShowLast=1
https://g6pd.qap.tw/MIS/Diagram_CV_Summary.php?DiagramType=CV&FromBatchNo=RH2019-02&ToBatchNo=RH2022-01&ShowLast=1
https://g6pd.qap.tw/MIS/RH202201g6pd.gif
https://g6pd.qap.tw/MIS/RH202201g6pd.gif
https://g6pd.qap.tw/MIS/Diagram_CV_Summary.php?DiagramType=CV_Conc&FromBatchNo=RH2019-02&ToBatchNo=RH2022-01&ShowLast=1
https://g6pd.qap.tw/MIS/Diagram_CV_Summary.php?DiagramType=CV_Conc&FromBatchNo=RH2019-02&ToBatchNo=RH2022-01&ShowLast=1
https://g6pd.qap.tw/MIS/RH202201hb.gif
https://g6pd.qap.tw/MIS/RH202201hb.gif
https://g6pd.qap.tw/MIS/Diagram_Zscore_Summary.php?FromBatchNo=RH2019-02&ToBatchNo=RH2022-01&ShowLast=1
https://g6pd.qap.tw/MIS/Diagram_Zscore_Summary.php?FromBatchNo=RH2019-02&ToBatchNo=RH2022-01&ShowLast=1
https://g6pd.qap.tw/MIS/Diagram_Zscore_Summary.php?FromBatchNo=RH2019-02&ToBatchNo=RH2022-01&ShowLast=1
https://g6pd.qap.tw/MIS/Diagram_Zscore_Summary.php?FromBatchNo=RH2019-02&ToBatchNo=RH2022-01&ShowLast=1
https://g6pd.qap.tw/MIS/Diagram_Zscore_Summary.php?FromBatchNo=RH2019-02&ToBatchNo=RH2022-01&ShowLast=1
https://g6pd.qap.tw/MIS/Diagram_Zscore_Summary.php?FromBatchNo=RH2019-02&ToBatchNo=RH2022-01&ShowLast=1
https://g6pd.qap.tw/MIS/Diagram_Zscore_Summary.php?FromBatchNo=RH2019-02&ToBatchNo=RH2022-01&ShowLast=1
https://g6pd.qap.tw/MIS/Diagram_Zscore_Summary.php?FromBatchNo=RH2019-02&ToBatchNo=RH2022-01&ShowLast=1
https://g6pd.qap.tw/MIS/RH202201Others.htm
https://g6pd.qap.tw/MIS/RH202201Others.htm
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=3#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=3#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=4#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=4#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=3#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=3#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=3#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=3#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=4#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=4#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=3#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=3#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=4#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=4#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=4#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=4#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=4#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=4#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=4#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=4#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=3#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=3#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=4#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=4#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=3#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=3#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=4#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=4#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=4#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=4#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=1#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=1#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=4#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=4#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=3#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=3#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=3#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=3#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=3#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=3#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=4#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=4#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=3#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=3#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=3#ReagentCodeTable
https://g6pd.qap.tw/MIS/RHdataAlgA2020.php?BatchNo=RH2022-01&ReagentCode=3#ReagentCodeTable
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G6PD
Reagent Kit Reagent Lab
Code
A0203, CL004, CLO14,
Inovation 3 CLO015B, CL018, CLO019,
RHO1, RH04, RH06, RHOS,
RH14
CL001, CL003, CLO17,
Lanner 4 G026, RH02, RHO7, RH09,
RH10, RH12, RH13, RH19
Trinity 1 [cLoo2

EhifEs2 BRIt GOPD M (3R (Hb)E MR E s R — %R 2/2 Ver 2.0_20200727
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Long Term Observation of Blood G6PD Quantitative Test EQA Survey Results

Survey No : RH2022-01 (in green ®)

- Total participants' CV result ploted against surveys
40%

304
C.V.
20%

10% +

BatchNo RH2019-02 RH2019-03 RH2019-04  RH2020-01  RH2020-02  RH2020-03  RH2020-04  RH2021-01  RH2021-02  RH2021-03  RH2021-04  RH2022-01
Fig RH-2.1

- Total participants' CV result ploted against G6PD activities

40%
30%
C.V.
20%
*
® *
10% " : :
* »* o . * ‘. - - .0“00 . .
s *

?ﬁﬁg"b,o 1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 23 24 25 26 27
n: 36 MHedian of CV: 7.3% Mean of CV: 8.6% SD of CV: 6.1% Range of CV: 3,2%-40% (date: RH2819-82 to RH2822-81)
Fig RH-2.2

* Mean and SD are calculated by Robust method according to ISO 13528 since 2014

A D). AEBREEEDARSFE P e E R <https://gbpd. qap. tw>
2).FFERRIGHE FFFEAEE FER L
10699 % 4 iz a#R b % 624 %4
T3 1 (02) 2703-6080
B3 :(02) 2703-6070
(Report generated at 2022-02-23 09:41:10)

Long Term Observation of Blood G6PD Quantitative Test EQA Survey Results 1/1 Ver 1.4 20210414
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=g T A =]

“e

A A4 D RH2022-01 fed 0 p 8 02022 & 02 7 14 ¢
T > #( F) 123 i (100%)

LA pH2022&02 21 p

N
l |
, | ; |
I— +
10 r ! I I QT3
9 t FME o A
8 -
7 -
i 6 | w1
= 5
w 4| ¢ =3 (Median) = 13.8 (n=23)
31 I 33{E (Mean)* = 14.0 (n=23)
il -8 L (SD)* = 1.07
0 kesedd] CV =17.6%
11.4 122 13.0 13.8 146 154 162 17.0 17.8 18.6
G6PD (U/g Hb)
|
8 L
7 -
6 w2
@ 2T
w [ ¢ {~# (Median) = 4.9 (n=23)
3t T 351 (Mean)* = 4.9 (n=23)
o . -2 £ (SD)* = 0.62
0 R3] CV =12.7%
34 37 40 43 46 49 52 55 58 6.1 64
G6PD (U/g Hb)
|
+ 1
w3
¢ i+ #& (Median) = 13.6 (n=23)
X 351 (Mean)* = 13.7 (n=23)
% £ (SD)* =1.08
CV=1.9%
L
13.6 14.3 15.0 15.7 16.4 17.1 17.8 18.5
G6PD (U/g Hb)
*T 3ofE (Mean ) #2348 £ (SD) # * 1SO 13528 4& it (Robust) se3t = 23 4
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PR b

L3 ]

#! A # =0 ¢ RH2022-01 R E P H 12022 % 027 14 p R4 A pH 12022 #0272 21p
® T i He(r ) 1 23 & (100%)
CEER o o RAM
T
Sample 1 prrs BRI
Kit 3
- l_ _| Reagent ¥ i=#ic ¥ =ik Tt fRELT RE Gk
% Kit (n) (Median) (Mean) (SD) (CV)
E Kitdy - — 3 1M 140 13.8 075  54%
g 4 1 14.6 14.2 1.35 9.5%
€ — | Al 23 138" 14.0 107 7.6%
T T T T T T T T y * Calculated by robust method ( ISO 13528 ; Algorithm A )
114 122 130 138 146 154 162 170 178 18.6 *#* Assigned value; Xa
G6PD (U/g Hb) Reagent kit 3 © Innovation
Reagent kit 4 : Lanner
n<s5#4 fu;J‘
Sample 2 A2
Kit 3 —| Reagent H =% ¢ =4k TiamE* fREAT ¥R G
§ Kit (n) (Median) (Mean) (SD) (CV)
=i 3 11 5.2 5.2 0.40 7.7%
c Kit4- I— —|
g., 4 11 4.8 4.7 0.76 16.2%
«
Q All 23 4.9* 4.9 0.62 12.7%
€ af p— E— d
* Calculated by robust method (ISO 13528 ; Algorithm A )
34 37 40 43 46 49 52 55 58 64 64  Assignedvalue Xa
Reagent kit 3 : Innovation
G6PD (U/g Hb) Reagent kit 4 : Lanner
n<57+ %t
Sample 3 B3
Kit 3 —| Reagent ¥ i»#c ¢ =i TipE* LY P Gk
§ I_ Kit (n) (Median) (Mean) (SD) (CV)
- 3 1 13.0 13.3 0.59 5.7%
S Kitdq I— —|
S 4 11 14.0 14.4 1.23 8.5%
3 All 23 13.6** 13.7 1.08 7.9%
% a |
! * Calculated by robust method ( ISO 13528 ; Algorithm A )
T T T T T T T T ! ** Assigned value; Xa
122 129 136 143 150 157 164 171 178 185 Reagent kit 3 : Innovation
G6PD (U/g Hb) Reagent kit 4 : Lanner
n<s5#-3= fu“.fj'
G6PDEERHEIEmEREERAB AT D HE 1/1 Verl.l 20201118
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G6PD T & & I'F & ¢ 3% 4 Hb B % 3t 4 # [

AR RH2022-01  HAF D p g 12022& 027 14p  4RA 4 p# 2022027 21 P
W > Be(P %) 123 1 (100%)

12 ¢
10 r
8 L
i 1
i~ 6t
o ¢ 8k (Median) = 2.4 (n=23)
T 35 (Mean)* = 2.4 (n=23)
il % £ (SD)* =0.09
0 CV=3.8%
1.9 2.0 2.1 2.2 2.3 2.4 2.5 2.6 2.7 2.8
Hb (¢/dL)
12 ¢
10 |
8 L
i ki W
i 6 t
o0 ¢ = #k (Median) = 2.3 (n=23)
I 35{E (Mean)* = 2.3 (n=23)
2| £E £ (SD)* = 0.09
0 CV=3.9%
1.9 2.0 2.1 2.2 2.3 2.4 2.5 2.6 2.7 2.8
Hb (g/dL)
10 r
8 L
o6 i LK
% 4 ¢ =k (Median) = 2.3 (n=23)
1 35 (Mean)* = 2.3 (n=23)
#£% 1 (SD)*=0.11
0 CV=4.8%

19 20 21 22 23 24 25 26 27 28
Hb (g/dL)

*T3afE (Mean) 2% Z (SD) # * ISO 13528 #£ i (Robust ) se3t = 23+ 5

G6PD EE21REBRRmEBE Hb BERMAFT D 1h[E 1/1 Verl.0_20161128
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G6PD & RS BRF M 5t B R AEAT
External Quality Assurance ( EQA ) Program for G6PD Quantitative Test

FIEMK : RH2022-01 MM® AW : 202402 414 H
A S3 WM MK (n=7; Survey / Sample No. ) :
RH2015-01/52 ; RH2017-03/52 ; RH2018-03/83 ; RH2019-04/83 ; RH2020-04/83 ; RH2021-02/81 ;

MBI EW 2022402 H 21 A

H WAL 7 F G6PD S MRk o [y &
i Survey : RH2022-0] / Sample 3 Period : 2015 ~ 2022°
U/gHb sor’ Mean n SD cv CVR?
RHOI 124 -1.3 14.0 7 124 8.9% 1.32
RHO02 14.0 0.6 15.0 7 1.75 11.7% 174
R4 13.8 0.3 142 7 1.39 9.8% 1.46
RHO6 12.8 12 14.2 7 113 8.0% 1,19
RHO7 14.7 04 15.0 7 0.72 4.8% 0.72
RHO8 129 2.1 142 7 0.61 4.3% 0.64
RH09 156 0.7 149 7 1.00 6.7% 1.00
RH10 152 09 14.2 7 1.09 7.7% 1.15
RHI2 13.5 -1.0 14.5 7 1.04 72% 1.07
RHI13 153 03 15.1 7 0.64 42% 0.63
RII14 14.1 0.1 14.0 7 0.76 54% 0.81
RH19 13.1 3.0 144 7 0.43 3.0% 0.45
A0203 14.0 03 14.2 7 0.74 5.2% 0.78
G026 17.5 23 148 7 1.18 8.0% 1.19
CL001 13.7 12 14.8 7 092 6.2% 0.93
CL002 12.5 1.8 14.2 7 0.95 6.7% 1.00
CL003 13.6 - - 2 - - -
CLO004 128 - - 4 - - -
CLO14 134 12 143 7 0.73 5.1% 0.76
CLO15B 129 1.2 143 7 1.16 8.1% 121
CLO17 13.1 - - 4 - - -
CLO18 13.0 - - 3 - - -
CLO19 14.6 - - 3 - - -
Total participating laboratories = 23
Median 13.6 0.8 14.3 - 0.98 6.7% 1.00
Range 124~175 30~23 140~151 | — 043~1.75 | 3.0%~11.7% | 045~174
Mean of all participating laboratory CVs|  6.7% -

1). Standard Deviation Index (SDI) = (Individual Result - Individual Robust Mean) / Individual Robust SD
2). Coefficient of Variation Ratio ( CVR ) = Individual CV / Mean of all participating laboratory CVs

3). Survey / Sample No. : RH2015-01/52; RH2017-03/S2 ; RH2018-03/53 ; RH2019-04/53 ; RH2020-04/83 ; RH2021-02/81;

* IR #/E: Intermediate Measurement Precision ( 777482y within-laboratory precision ) ; 1S0 3534-2:2006, JOGM 200:2012 (
VIM, 3rd ed. ) 2.23

#* Mean and SD are calculated by Robust method according to SO 13528, Algorithm A.
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